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BIRTH: 11 May 1948; Vladivostok, Primorye District, Russia 

PASPORT: 62 No 2449589. Date of issue – 03.06.2014, date of expiration – 03.06.2024,
MILITARY SERVICE: Soviet Army, 1971-1973. 

EDUCATION: Graduated from the Far Eastern State University Vladivostok - 1971. Ph.D. (In Russia - Candidate of Biological Sciences) degree received in 1978 at the Institute of General Genetics (Moscow) for the dissertation entitled: Population Genetics of Mussel Mollusks of the Japan Sea (Supervisor - prof. Yuri Altukhov). Doctor of Biological Sciences – highest degree in Russia - defended in 1995 at St-Petersburg State University and confirmed by Russia’s Highest Certification Board. The title of the dissertation is "Genetic differentiation and integration in populations of water animals".

MAJOR RESEARCH INTERESTS: Population, Evolutionary & Ecological Genetics, Evolutionary Genomics, Conservation Genetics, Phylogenetics, Genetic Basis of Heterosis, Genetics of Quantitative Traits, Genetics of Reproduction and Animal Stock Rehabilitation. 

EXPERIENCE: 

1973-1975: Research assistant, Laboratory of Genetics, IMB; 

1975-1978: Research associate, Laboratory of Genetics, IMB; 

1978-1985: Head of the Group of Genetics and Reproduction of Salmon, IMB; 

1985-1996: Senior Science Researcher, Laboratory of Genetics, IMB; 

1996-1997: Leading Science Researcher, Laboratory of Genetics, IMB;

1997-2002: Laboratory Director, Vostok Marine Biological Station, IMB;

2002-2004. Full Time Visiting Professor, National Korea Maritime University (Busan); Invited Lecturer, Chungbuk National University (Cheongju), South Korea;
2005-2006. Research Professor, Department of Molecular Genetics and Environmental Science, Hanyang University, Seoul, South Korea.
2006-2011: Leading Science Researcher, Group of Genetic Resources Head, IMB; Far Eastern Federal University, professor.

2011-present: Laboratory of Molecular Systematics Head, IMB; Far Eastern Federal University (FEFU), professor.

2012- present: Professor, Laboratory of Molecular Systematics Head, NSCMB; FEFU, professor.
A participant as invited lecturer in a number of international meetings and convener of several international symposia. Experienced in biochemical, population, evolutionary and ecological genetics, bio-statistics, numerical simulations and genetic software production. Fluent in English. French and German – translation with vocabulary. 

RESEARCH SKILLS:

* Analysis of population structure of fish and shellfish species (allozymes, DNA, morphometry).

* Biochemical & molecular genetic techniques (PAG-, starch-, agar-gel electrophoresis, etc.).

* Phylogenetic analysis.

* Breeding and rearing of fish & shellfish (mostly salmons). 

* Multivariate and multifactor statistics analysis, numerical simulations and genetic software production.

* Genetic and statistic software (BIOSYS, NTSYS, GENEPOP, REAP, PHYLIP, GDA, POPULUS, ARLEQUINE, SPECSTAT, BMDP, STATISTICA, MEGA, PAUP, MrBayes, DNA-SP, RDP, BEAST etc.)

HONORS: 

* Far East Division of Soviet Academy of Sciences Honor Certificate and monetary prize as the second place winner at the Junior Scientists Conference. Far East Division of Soviet Academy of Sciences, May, 1976. 

* Far East Division of Soviet Academy of Sciences Honor Certificate as the second place winner at the Scientists Conference. Far East Division of Soviet Academy of Sciences, October, 16, 1978. 

* Soviet Academy of Sciences Honor Certificate on behalf of the 250-th Anniversary of the Russian Academy of Science, Soviet Academy of Sciences, 1982. 

* The 1992 and 1993 personal stipend and grant awarded by the International Science Foundation (J. Soros Foundation). International Science Foundation, January, 1992. 

* The 1993 and 1994 personal stipend and grant awarded by the International Science Foundation (J. Soros Foundation). International Science Foundation, January, 1993. 

* 1997-1998 - State’s personal stipend for advanced scientists. The Government of Russia, 1997. 

* 1999 - Russia Academy of Sciences Honor Diploma on behalf of the 275th Anniversary of the Russian Academy of Science. Russia Academy of Sciences, July 2, 1999. 

* 2001 - Honor Diploma of First Rank by Primorye District Governor. Primorye District Governor of Russia, April 24, 2001. 
* 2012 Certificate of Professor. 
* Personal invitations to International Conferences, Symposia and Congresses as lecturer: 

1974 – Soviet-Japanese Symposium on Marine Biology (Nakhodka, USSR), 

1976 – Soviet-American Conference on Marine Biology (Leningrad, USSR), 

1978 – XIV-th International Genetics Congress (Moscow, USSR), 

1980 – International Science Pacific Congress (Khabarovsk, USSR), 

1984 – Soviet-American-Canadian-Japanese Symposium on Salmon Biology  (Yuzno-Sakhalinsk, USSR), 

1989 – International Symposium on Shellfish Biology (Moncton, Canada), 

1991 – International Symposium on Biochemical Genetics and Taxonomy of Fish (Belfast, U.K.), 

1992 – International Conference on Genetics and Evolution of Aquatic Organisms Bangor, U.K.). 

2002 – Korea Research and Development Institute, KORDI, Korea.

2004 – Seoul National University, Korea.

2005 – University of Guelf, Canada. 

2006 – Yamagata University, Japan.

2007 – CBOL World Conference, Research Center for Biodiversity, Taibei, Taiwan, 2007.
2009 – CBOL World Conference, University of Mexico, Mexico.

2011 – World Fish-BOL International Conference at Yoshu EXPO-2011 Korea. 

2011 – International conference on actual problems of biology, medicine, and nanotechnology, Rostov-on-Don, Russia.
2013 – International conference on actual problems of biology, medicine, and nanotechnology, Rostov-on-Don, Russia.

MAJOR GRANTS: 

1981-1985 - head of the official IMB theme that was subsidized by the Soviet Academy of Science (Government). Title: “Investigation of population genetic structure of pacific salmon”; “Within and among population crossings as a tool in salmon rehabilitation programs”.

1989-1990 - head of project that was subsidized by the Institute of General Genetics, Moscow. Title: “Breeding experiment on pink salmon to evaluate the relationship between fitness traits and heterozygosity”.

1991-1994 – head of two projects that were subsidized in the frame of the Russia State Program "Priority Frontiers in Genetics". Title: “Population genetic structure of pink shrimp in Far Eastern Seas”; “Population genetic and morphometric differentiation among major areas of pink shrimp”.

1991-1995 - head of the official IMB theme that was permitted by the Russia Academy of Science (Government). Title: “Relationship among protein heterozygosity and fitness”.

1992-1994 - head of the applied grant project that was subsidized by the fisheries company “PRIMAQUAPROM”. Title: “Genetic basis for an aquaculture project in Nakhodka Bay (Sea of Japan)”.

1995 – a stipend that was awarded by the International Science Foundation (J. Soros Foundation).

1995-1997 - head of a project awarded by the Russian Foundation for Fundamental Research and coworker in another similar grant. Title: “Investigation of relationship between heterozygosity at enzyme loci and variability of morphological and other fitness traits in salmon and marine invertebrate animals” (No 95-04-11044а).
1999-2001 - Head of a grant project awarded by the Russian Foundation for Fundamental Research (No 99-04-48912). Head of a project awarded by the State Program “World Ocean”. Head of a CRDF-Russia grant project (REC-007). Head of  a project in the frame of the State Program “Integration among Universities and Academy of Science Institutions”. Main subject: “Taxonomic and Genetic-and-Evolutionary Research of Mussel (Mollusca, Mytilidae) in the Far East Seas of Russia”. “Research on Genetic and Morphometric Variability of the gastropod mollusk Nucella heyseana (Mollusca, Gastropoda) in environmental optimum and pessimum”.

2002-2006 - Head of the grant project in the frame of the State Program “Integration among Universities and Academy of Science Institutions” (award No P0008). Title: “Investigation of Taxonomic Similarity and Microevolution in Marine Fish and Shellfish Taxa” (Cooperative project Russia-Japan-Korea).

2007-2009 - Head of the two grant projects by Russian Foundation for Basic Research.

2009-2011 - Head of the grant project funded by Russia Academy of Science Board.

PROFESSIONAL SERVICE: 

Referee of more than 30 dissertations (masters degree, Ph.D., S.D.) and scientific papers. Supervisor of 4 defended Ph.D. dissertations and supervisor of 2 current Ph.D. students. In total, supervisor of more than 20 university students’ master course works. 

PROFESSIONAL SOCIETIES: 

* N.I. Vavilov Genetics-and-Breeding Society of Russia (1973- present, Member of Central Board); 

* Vladivostok Public Foundation for the Development of Genetics, VFDG (1992-present, Chairman). 

COURSES TAUGHT: 

* Modern Genetics and Breeding (Undergraduate); 

* Population genetics (Undergraduate);

* Molecular Biology (Undergraduate);

* Genetics and Breeding of Fish (Graduate); 

* Population, Evolutionary, and Ecological Genetics of Fish and Shellfish Species (Graduate); 

* Molecular Evolution and Population Genetics (Graduate);

* Conservation Genetics (Graduate);

* Molecular Phylogenetics (Graduate);

* Software Analysis of Experimental Data in Biology and Genetics (Under development, Graduate);

* Biostatistics & Bioinformatics (Under development, Undergraduate);

* Population Biometry (Under development, Graduate);

* General Biology (Under development, Undergraduate).

RELATED EXPERIENCE:
Wide software application in publications and public activity: Word, Excel, Power Point, MS Publisher and Corel. Experienced as editor and publisher. Member of the Advisory Board (Scientific Council) of the Institute of Marine Biology, Member of the Scientific Council at the Faculty of Biology at Far Eastern State University Vladivostok, Member of the Defense Board for Ph.D. and S.D. degrees at the IMB. Experienced as head of several scientific expeditions (including ship expeditions) and as an administrator (Director, Vostok Marine Biological Station, 6 years; VFDG Chairman, 14 years). Activity occurred in the novelties creation both for science and administrative fields.

MAJOR SCIENTIFIC RESULTS: 

1. Population genetic structure, allozyme and morphological variability in some commercially valuable marine shellfish (pacific mussel, pink shrimp) and fish (pink salmon, chum salmon, pacific herring) were investigated. The complex, genetic and morphometric approach was applied to the animal stock identification and judgment on the sources of their variation. The results obtained gave insight in the stock structure for those species and interpreting the micro-spatial allozyme heterogeneity in terms of natural selection (Kartavtsev, 1979, 1981, Pudovkin, Kartavtsev et al., 1981, Kartavtsev, Zaslavskaya, 1982, 1983, Kartavtsev, Pudovkin, 1983, Kartavtsev et al., 1985, 1999, 2001, Kartavtsev, 1986). It was shown that under certain conditions the allozyme heterozygosity affected morphological homeostasis and growth (Kartavtsev, 1989, 1990, 1992, 1997, Dubrova et al., 1994, 1995, Kartavtsev et al., 1990, 1999, 2000). Analytical analysis and numerical simulations evidenced a complex nature in association between heterozygosity and quantitative trait values (Kartavtsev, 2004). Main conclusion are that protein polymorphism is complex, having stochastic and selective implications.

2. Literature data and our own results  (Kartavtsev, Efremov, 1981, Kartavtsev et al., 1983, Kartavtsev, Mamontov, 1983, Kartavtsev et al., 1984a,b, Chichvarkhin et al., 1999, Kartavtsev et al., 2000, 2002) have been summarized on genetic differentiation measured at a scale of genetic distances. A study of genotypic divergence of animal taxa using a representative sample of allozyme loci has shown that conspecific populations as a rule have the fewest genetic differences (D=0.01 - 0.05). Subspecies and semispecies (D=0.2), species (D=0.3) and genera (D=0.7) make a sequence of increasing differentiation. It is concluded that genetic divergence is increased with the categorial rank of taxa. However, many exceptions, for example among salmons (Ryman et al., 1979, Kartavtsev et al., 1983 and others), allow us to conclude that reproductive isolation of newly-formed species can be created even by very few genomic changes compatible with those known for conspecific populations. The level and the pattern of isozyme activity in different tissues suggests that regulatory gene divergence in the early stages of species formation is valid and may be larger than the structural gene divergences. A principal scheme is developed to provide a classification of speciation modes in genetic terms. The set of descriptors is also introduced to study the speciation from a genetic point of view, both experimentally and theoretically (Kartavtsev et al., 2002).

3. On the basis of a population genetic approach and using direct measurements, the genetically effective size, one of the most important population parameters, was estimated for several fish and shellfish species. A conceptual scheme was developed to reestablish salmon stocks after natural or man-made destruction. 

SELECTED PAPERS: 


The whole list of publications comprises 129 papers, manuscripts, abstracts and brochures. The monograph entitled “Molecular evolution and population genetics” published  in Russian. English edition is now being completed. The most important papers are listed below. They are all per reviewed.
1975-2006
1. Kartavtsev Y.P. 1975. Comparative electrophoretic analysis of hemoglobins, water-soluble proteins and aye crystallins of five cottids (Cottidae). Biologia Moria, 2: 31-38 (In Russian). 

2. Kartavtsev Y.P., Nikiforov S.M. 1976. Comparison of some morphological, physiological, histological, and biochemical data of a bivalve mollusk Crenomytilus grayanus (Dunker) with the purpose to prove its taxonomic status. Biologia Moria, 6: 13-19 (In Russian). 

3. Kartavtsev Y.P. 1978. Genetic variability of the bivalve mollusk Giant Mussel Crenomytilus grayanus. Genetica, 14, 2: 273-280 (In Russian). 

4. Kartavtsev Yu.P. 1979. An estimation of balance nature of biochemical polymorphism. In: Biochemical and Population Genetics of Fishes. Leningrad, Institute of Cytol. USSR Acad. Sci., p. 36-40 (In Russian).

5. Kartavtsev Yu.P. 1981. Allozyme polymorphism in two mussel species. In: Genetics and Reproduction of Marine Organisms. Proc. 14-th Pacif. Sci. Congr. at Khabarovsk, Mar. Biol. Section, Issue 2, Vladivostok: Far East Sci. Center  Publ., p. 36-58 (In Russian).

6. Kartavtsev Yu.P., Efremov  V.V. 1981. Genetic similarity and variability of two littorinid species (Mollusca: Littorinidae). Genetica, 18, 6: 1029-1033 (In Russian).

7. Pudovkin A.I., Kartavtsev Yu.P., Manchenko G.P., Nikiforov  S.M., 1981. Inter-deme allozyme differences in a mussel, an oyster, and a starfish from Peter the Great Bay (Sea of Japan). In: Genetics and Reproduction of Marine Organisms. Proc. 14-th Pacif. Sci. Congr. at Khabarovsk, Mar. Biol. Section, Issue 2, Vladivostok: Far East Sci. Center Publ., p. 80-94 (In Russian).

8. Kartavtsev Yu.P., Zaslavskaya N.I. 1982. Genetic structure, integration factors and differentiation of the common mussel (Mytilus edulis) populations. Genetica, 18, 10: 1653-1666 (In Russian).

9. Kartavtsev Yu.P., Zaslavskaya N.I. 1983. Allozyme polymorphism in a population of the common mussel Mytilus edulis L. (Mytilidae) from the Sea of Japan. Marine Biol. Let., 4: 163-172 (In English). 

10. Kartavtsev Yu.P., Pudovkin A.I. 1983. Allozyme variability of the grayanus mussel. In: The Biology of the Grayanus Mussel.  Moscow: Nauka Publ., p. 41-56 (In Russian).

11. Kartavtsev Yu.P., Glubokovsky M.K., Chereshnev I.A. 1983. Genetic variability and differentiation of two sympatric trout species (Salvelinus, Salmonidae) from the Chukotka. Genetica, 19, 4: 584-593 (In Russian).

12. Kartavtsev Yu.P., Mamontov A.M. 1983. Electrophoretic study of protein variability and similarity of Coregonus autumnalis, two forms of whitefish (Coregonidae) and grayling (Thymallidae) from the Baikal Lake. Genetica, 19, 11: 1895-1902 (In Russian).

13. Kartavtsev Yu.P., Kartavtseva I.V., Vorontsov N.N. 1984a. Population genetics and gene geography of wild mammals. 4. The level of heterozygosity of five species of Palearctic hamsters (Mammalia, Cricetini). Genetica, 20, 6: 954-960 (In Russian).

14. Kartavtsev Yu.P., Kartavtseva I.V., Vorontsov N.N. 1984b. Population genetics and gene geography of wild mammals. 5. Genetic distances between representatives of different genera of Palearctic hamsters (Rodentia, Cricetini). Genetica, 20, 6: 961-969 (In Russian).

15. Kartavtsev Yu.P., Polyakova N.E., Karpenko A.I. 1985. Inheritance, qualitative and quantitative variability of allozymes of malate dehydrogenase, malic enzyme and lactate dehydrogenase in chum salmon, Oncorhynchus keta. Genetica, 21, 5: 845-853 (In Russian).

16. Kartavtsev Yu.P. 1986. Biology and genetics of salmon species from the Primorye and the Sakhalin regions in relation to natural and artificial reproduction. Vladivostok: Sci. Rep., State Registration No 81.090.861, v.1-2 (Manuscript, In Russian).

17. Kartavtsev Yu.P. 1989. Allozyme variability and morphological homeostasis in pink salmon Oncorhynchus gorbuscha (Pisces: Salmonidae). VINITI Deposits, No 847-B89, 08.02.89, 33 p. (Manuscript, In Russian).

18. Kartavtsev Yu.P. 1990. Allozyme heterozygosity and morphological homeostasis in pink salmon Oncorhynchus gorbuscha (Pisces: Salmonidae). Genetica, 26, 8, 1399-1407 (In Russian, Translated into English).

19. Kartavtsev Y.P., Mi F.T. 1990. Population genetic research of Perna viridis (Mytilidae) from inshore waters of Fukhan Province (Vietnam). Biological Research in Vietnam. Vladivostok: Publ. Far East. Div. Rus. Acad. Sci., p. 25-33 (In Russian). 

20. Kartavtsev Y.P., Salmenkova E.A., Rubtsova G.A., Afanasiev K.A. 1990. Family analysis of allozyme variability and its relationship to body length and viability of progeny in pink salmon Oncorhynchus gorbuscha (Walb.). Genetica, 26, 9: 1610-1619 (In Russian, Translated into English).

21. Kartavtsev Y.P. 1991. In space and in time allele frequency variability among the pink salmon Oncorhynchus gorbuscha (Walbaum) populations. Voprosy Ichtiologii, 31, 3: 487-495  (In Russian). 

22. Kartavtsev Y.P., Berenboim B.I., Zgurovsky K.A. 1991. Population genetic differentiation in the pink shrimp Pandalus borealis Kroyer from the Barents and Bering Seas. J. Shellfish  Res., 10, 2: 333-339 (In English).  

23. Altukhov Y.P., Salmenkova E.A., Kartavtsev Y.P. 1991. Relation between allozyme heterozygosity, viability and growth rate of the pink salmon. Cytologia and Genetica, 25, 1: 47-51 (In Russian). 

24. Kartavtsev Y.P. 1992a. Genetic variability and differentiation in salmonid fish. Nordic J. Freshw. Res., 67: 96 (In English).  

25. Kartavtsev Y.P. 1992b. Allozyme heterozygosity and morphological homeostasis in pink salmon fry Oncorhynchus gorbuscha  (Pisces: Salmonidae): evidences from family analysis. J. Fish Biology, 40, 1: 17-24 (In English).  

26. Kartavtsev Y.P., Soloviev A.A. 1992. Programming mini complex SPECSTAT for the statistical analysis of allozyme population genetic data. Genetica, 28 (3): 194-197 (In Russian; package is provided with English description). 

27. Kartavtsev Yu.P., Zgurovsky K.A., Fedina Z.M. 1992a. Allozyme variability and differentiation of the pink shrimp Pandalus borealis from the three Far-Eastern seas. Genetica, 28, 2: 110-122. (In Russian).

28. ________. 1992b. Morphological variability of the pink shrimp Pandalus borealis from the Sea of Japan, the Sea of Okhotsk, the Bering Sea and its relationships with population structure of the species. Biologia Moria, 3-4: 53-61. (In Russian).

29. Kartavtsev Y.P., Efremov V.V., Smirnov M.V., Ivankova E.V., Polyakova N.E. 1992c. Analysis of genotypic distributions at allozyme loci among the pink salmon Oncorhynchus gorbuscha (Walbaum) populations. Voprosy Ichtiologii, 32, 1:  70-78  (In Russian). 

30. Kartavtsev Y.P., Sitnikov A.V., Komissarov P.I., Eggers D.M. 1992d. Allozyme variability and differentiation of the pink shrimp Pandalus borealis (Kroyer) from the Gulf of Alaska and Bering Sea. Genetica, 28, 12: 58-72 (In Russian). 

31. Kartavtsev Y.P. 1993. Wide-scale genetic differentiation among the pink shrimp Pandalus borealis (Crustacea: Pandalidae) populations. Genetics and Evolution of Aquatic Organisms, Proc. Int. Conf. Genetics a. Evol. Aquat. Organisms (Bangor, U.K.), Ed. A. Beaumont. Chapman & Hall, London. P. 41-52 (In English).

32. Kartavtsev Y.P., Nikiforov S.M. 1993. Evaluation of the effective size of pacific mussel Mytilus trossulus populations from Peter the Great Bay Sea of Japan basing at allele frequency variability among allozyme loci. Genetica, 29, 3: 476-489. (In Russian, Translated in English). 

33. Kartavtsev Y.P., Soloviev A.A. 1993. SPECSTAT: Computer software for the statistical data analysis in the field of allozyme genetics. Genetica, 88: 79-82 (In English).  

34. Kartavtsev Y.P., Zgurovsky K.A., Fedina Z.M. 1993a. Spatial structure of the pink shrimp Pandalus borealis from the Far Eastern seas as it proved by methods of population genetics and morphometrics. J. Shellfish Res., 12, 1:81-87 (In English).

35. Dubrova Y.E., Salmenkova E.A., Altukhov Y.P., Kartavtsev Y.P., Kalkova E.V., Omeltchenko V.T. 1995. Family heterozygosity and progeny body length in pink salmon Oncorhynchus gorbuscha (Walbaum). Heredity, 75: 281-289 (In English).

36. Kartavtsev Y.P. 1996a. Allozyme heterozygosity and morphological variability in pink shrimp Pandalus borealis. Isozyme Bull. 29: 29 (In English).

37. Kartavtsev Y.P. 1996b. Allozyme variability and differentiation sources in the pink shrimp Pandalus borealis. Isozyme Bull., 29: 30 (In English).
38. Sytnikov A.V., Kartavtsev Y.P., Nikiforov S.M. 1997. Evaluation of the effective size in a population of shrimp Pandalus kessleri by temporal method and via direct counting of parents during the spawning season. Genetica, 33, 10: 1354-1361 (In Russian, Translated in English).

39. Kartavtsev Y.P. 1998. Analysis of relationships of allozyme variability and fitness traits in pink salmon Oncorhynchus gorbuscha (Pisces, Salmonidae) fry under mass crosses. Rus. J. Mar. Biol., 24, 1: 34-37 (In Russian, Translated in English).

40. Kartavtsev Y.P., Sytnikov A.V., Nikiforov S.M., Chichvarhin A.Y. 1998. Allozyme and morphometric variability in the predatory gastropod mollusk Nucella heyseana (MOLLUSCA, GASTROPODA) in polluted and normal environment. Genetica, 34, 10: 1425-1433 (In Russian, Translated in English). 

41. Kartavtsev Y.P., Rybnikova I.G. 1999. Genetic and morphobiological research of pacific herring populations Clupea pallasi from Japan and Okhotsk Seas. Genetica, 35, 8: 1093-1103 (In Russian, Translated in English).

42. Kartavtsev Y.P., A.B. Egorov, V.A. Nechaev, Yu.M. Yakovlev. 1999. Vostok Bay and nearby nature. Ed. Yu.P. Kartavtsev. Publ.: Vostok Marine Biological Station and Vladivostok Public Foundation for Development of Genetics. Vladivostok, 15 p. (In Russian and in English)

43. Kartavtsev Yu.P., Rybnikova I.G., Sitnikov A.V., Amachaeva E.Yu., Svinyna O.V. 2000. Genetic and morphometric variability in the gastropod mollusk Nucella heyseana (Mollusca, Gastropoda) in environmental optimum and pessimum. Genetica, 36, 1: 1340-1347  (In Russian, Translated in English).

44. Kartavtsev Y.P., Rybnikova I.G., Sitnikov A.V., Amacheva E.Y., Svinyna O.V. 2000. Genetic and morphometric variability in gastropod mollusk Nucella heyseana (Mollusca, Gastropoda) in an environmental optimum and pessimum. Genetica, 36, 1: 1340-1347 (In Russian, Translated in English).

45. Chichvarkhin A.Yu., Kartavtsev Y.P., Kafanov A.I. 2000. Genetic relationships among some species of mussels Mytilidae (Mollusca: Bivalvia) of North Pacific Ocean. Genetica, 36, 9: 1206-1220 (In Russian, Translated in English).

46. Skurihina L.A., Kartavtsev Y.P., Pan’kova M.V., Chichvarkhin A.Yu. 2001. Study of two species of mussels, Mytilus trossulus and Mytilus galloprovincialis (Bivalvia, Mytilidae) and their hybrids in Peter the Great Bay of the Sea of Japan by PCR-markers. Russian Journal of Genetica, 37, 12: 1448-1451 (English Translation).

47. Kartavtsev Y.P., Malinovskaya T.M., Sitnikov A.V., Khristoforova N.K., Amacheva E.Y., Nikiforov S.M. 2001. Concentration of heavy metals in soft tissues of the gastropod Nucella heyseana in the vicinity of Vladivostok and in the Vostok Marine Nature Park. Russian J Mar Biol., 2001. V.27(3). P.216-220.
48. Kartavtsev Yu.P., Malinovskaya T.A., Hristoforova N.K., Amachaeva E.Yu., Nikiforov S.M. 2001. Variability in concentration of heavy metals in soft tissues of the gastropod mollusk Nucella heyseana (Mollusca, Gastropoda) near Vladivostok and in Nature Park “The Vostok Bay”. Russian J. Mar. Biol., 27, 3: 216-220 (In Russian, Translated in English).Vostok Bay Reserve. Russian J. Mar. Biol , 27, 3: 184-187 (In Russian, Translated in English).

49. Yu.Ph. Kartavtsev. Vostok Marine Biological Station. 2001. Vladivostok: Vostok Marine Biological Station, Vladivostok Public Foundation for Development of Genetics. Ed. Y.P. Kartavtsev. 2001. 13 p. (Brochure, In English).

50. Ilyushko M.Yu., Kartavtsev Yu.P., Zuravlev Yu.N. 2001. Morphological differentiation in Iris setosa in Far East populations. Botanic J., 86, 3: 60-72 (In Russian).

51. Kartavtsev Y.P., Sviridov V.V., Sasaki T., Hanzawa N. 2002. Genetic divergence of far eastern dace belonging to the genus Tribolodon (Pisces, Cyprinidae) and closely related taxa: some insights in taxonomy and speciation. Genetica, V. 38. No 11. P.1518-1531 (In Russian, translated in English).
52. Kartavtsev Y.P., Svinyna O.V. 2002. Allozyme and morphometric variability in the gastropod mollusk Nucella heyseana (Mollusca, Gastropoda) and their association with environmental changes. In: Proceeding of 4th Annual International Symposium, Development and Prospects of Marine Bioresources, Korea Maritime University, Busan, Korea; November 29, P.15-28 (In English).

53. Kartavtsev Y.P., Svinyna O.V. 2003. Allozyme markers and morphometric variability in the gastropod mollusk Nucella heyseana (Mollusca, Gastropoda) and their association with environmental change. Korean J. Genetics, 25(4): 391-402 (In English).

54. Mae Y., Arai N., Kartavtsev Y.P., Kijima A. 2003. Genetic differentiation between Japan and Far East Russia in coastal oyster drill Nucella freycinetti. Bulletin of Integrate Field Science Center, Tohoku University, Sendai. No 19. pp. 39-45 (In Japanese).
55. Kartavtsev Y. 2005. Association between the level of heterozygosity and quantitative trait scores: Intra-locus interaction and multiple loci averaging. Genetica, 41(1): 100-111 (In Russian, Translated in English). 

56. Kartavtsev Y.P. Molecular evolution and population genetics. Far Eastern State Univ. Publ., Vladivostok, 2005. 234 p. (Textbook in Russian).

57. Kartavtsev Y.Ph., Chichvarkhin A.Y., Gubanova N.V., Kijima A., Hanzawa N., Park I.-S. 2005. Allozyme and morphometric research on two common mussel species of Mytilus genus (Mollusca, Mytilidae) in Korea, Japan and Russian waters. Korean J. Genetics, 27(4): 289-306. 
58. Kartavtsev Y.P., Lee J.-S. 2006. Analysis of nucleotide diversity at genes Cyt-b and Co-1 on population, species, and genera levels. Russian J. Genetics, V.42(4). P.341-362 (In Russian, Translated in English). 
59. Kartavtsev Y.Ph., Zaslavskaya N.I., Svinyna O.V., Kijima A. 2006. Allozyme and morphometric variability in the whelk Nucella heyseana (Mollusca, Gastropoda) from Russian and Japanese waters: evidence for a single species under different names. Invertebrate Systematics., 20: 771-782.
60. Jung S.-O., Lee Y.-M, Kartavtsev Y.P., Park  I.-S., Kim D.-S., Lee J-S. 2006. The complete mitochondrial genome of the Korean soft-shelled turtle Pelodiscus sinensis. DNA Sequence, 17(6): 471-483.
2007-2008
61. Sasaki T., Kartavtsev Y.P., Uematsu T., Sviridov V.V., Hanzawa N. Phylogenetic independence of Far Eastern Leuciscinae (Pisces: Cyprinidae) inferred from mitochondrial DNA analysis. Gene and Genetic Systems, 2007. 82: 329-340.
62. Kartavtsev Y.P., Lee Y.-M, Jung S-O, Byeon H-K, Son Y-, Lee J-S. 2007. The complete mitochondrial genome of the bullhead torrent catfish, Liobagrus obesus (Siluriformes, Amblycipididae): Genome description and phylogenetic considerations inferred from the Cyt b gene. Gene, 396: 13-27. 
63. Kartavtsev Y.P., Park T.-J., Vinnikov K.A., Ivankov V.N., Sharina S.N., Lee J.-S. 2007. Cytochrome b (Cyt-b) gene sequences analysis in six flatfish species (Pisces, Pleuronectidae), with phylogenetic and taxonomic insights. Marine Biol., 152(4): 757-773.
54. Kartavtsev Y.P., Hanzawa N. Inferences in Leuciscinae (Pisces, Cyprinidae) phylogeny and taxonomy based on cytochrom b sequence distances and on enzyme loci diversity. Korean J. Genetics, 2007. 29(4):427-435.

55. Kartavtsev Y.Ph., Park T.-J., Lee J.-S. ,Vinnikov K. A., Ivankov V.N., Sharina S.N., Ponomarev A.S. 2008. Phylogenetic inferences introduced on cytochrome b (Cyt-b) gene sequences data for six flatfish species (Pisces, Pleuronectidae) and species synonymy among representatives of genera Pseudopleuronectes and Hippoglossoides from Far Eastern seas. Russian J. Genetics 44(4): 451-458 (In English). 
66. Kartavtsev Yu.Ph., Pushnikova G.M., Rybnikova I.G. 2008. Multi-dimensional morphometric analysis of herring, Clupea pallasi of the Sakhalin. Russian J. Marine Biol. 34 (5): С.336-345 (In Russian, Translated in English). 

57. Kartavtsev Y.Ph., Sharina S.N., Goto T., Chichvarkhi, A.Y., Balanov A.A., Vinnikov K.A., Ivankov V.N., Hanzawa N. Cytochrome oxidase 1 (Co-1) gene sequence analysis in six flatfish species (Teleostei, Pleuronectidae) of Russia Far East with inferences in phylogeny and taxonomy. Mitochondrial DNA, 2008. V.19. No 6. P.479-489.
2009-2010
58. Kartavtsev Y.Ph., Sharina S.N., Goto T., Balanov A.A., Hanzawa N. Sequence diversity at cytochrome oxidase 1 (Co-1) gene among sculpins (Scorpaeniformes, Cottidae) and some other scorpionfish of Russia Far East with phylogenetic and taxonomic insights. Genes and Genomics, 2009a. V31(2). P.191-205.

59. Kartavtsev Y.Ph.. Analysis of sequence diversity at two mitochondrial genes on different taxonomic levels. Applicability of DNA based distance data in genetics of speciation and phylogenetics. Chapter 1. In: Genetic Diversity. Editors: Conner L. Mahoney and Douglas A. Springer. NOVA Publ., N.Y. 2009. PP. 1-50. ISBN: 978-1-60741-176-5.
60. Kartavtsev Y.P. Molecular evolution and population genetics. Far Eastern State Univ. Publ., 2-nd Ed. Vladivostok, 2009. 280 p. (Textbook in Russian, Content, Table, Figure captions are in English).
61. Kartavtsev Y.Ph., Sharina S.N., Goto T., Rutenko O.A., Zemnukhov V.V., Semenchenko A.A., Pitruk D.L., Hanzawa N. Molecular phylogenetics of pricklebacks and other percoid fishes from the Sea of Japan. Aquatic Biology, 2009. V.8 (1). P.95-103. 
62. Sharina S.N., Kartavtsev Y.P. Phylogenetic analysis of flatfish (Teleostei, Pleuronectiformes) based on the investigation of nucleotide sequences of cytochrome oxidase 1 gene (Co-1) // Rus. J. Genetics. 2010. V. 46 (3). P. 401–407.
2011-2012
63. Kartavtsev Y.Ph. Sequence divergence at mitochondrial genes in animals: Applicability of DNA data in genetics of speciation and molecular phylogenetics. Marine Genomics, 2011a. V.49. P.71-81.

64. Kartavtsev Y.Ph. Sequence divergence at Co-1 and Cyt-b mtDNA on different taxonomic levels and genetics of speciation in animals. Mitochondrial DNA, 2011b. V.2. No 3. P.55-65.
65. Kartavtsev Y.Ph. Detection of Insertion Sequences in mtDNA of Birds and Fish: Gender and Horizontal Transmission are Probable. International Res. J. Biochem. and Bioinformatics, 2011 c. Int. Res. J. Biochem. Bioinf., 2011. V.1(6). P.139-153. 
66. Kartavtsev Y.Ph., Zhdanova O.L. Numerical simulations of the heterozygosity and quantitative trait relationship: intralocus interactions and multiple-locus averaging // Biological and Biomedical Reports, 2012. V.2(5). P.301-314. 
2013
67. Imoto J.M, Saitoh K., Sasaki T., Yonezawa T., Adachi J., Kartavtsev Y.P., Miya M., Nishida M. Hanzawa N. Phylogeny and biogeography of highly diverged freshwater fish species (Leuciscinae, Cyprinidae, Teleostei) inferred from mitochondrial genome analysis. Gene, 2013. V.514(2). P.112-124.
68. Kartavtsev Y.P. Genetic divergence of species and other taxa. Geographic speciation and genetic paradigm of Neo Darwinsm in the action. Achievements in Modern Biology, 2013. No 5. P.419-451 (In Russian; Translated in English).
69. Kartavtsev Y.Ph. Sequence diversity at Cyt-b and Co-1 mtDNA genes in animal taxa proved Neo-Darwinism. J. Phylogenetics and Evolutionary Biology, 2013. V.1:4. http://dx.doi.org/10.4172/2329-9002.1000120
70. Kartavtsev Y.Ph. Some Current Concerns of Neo-Darwinism: Gene Introgression Throughout a Species Border. J. Phylogenetics and Evolutionary Biology, 2013. V.1:5.  http://dx.doi.org/10.4172/2329-9002.1000e107
2014-2018 (All per reviewed)

71. Kartavtsev Yu.Ph., Rozhkovan K.V., Masalkova N.A. Sequence divergence, DNA barcoding, and shallow phylogeny based on two mtDNA genes (Co-1, Cyt-b) among sculpins (Scorpaeniformes, Cottidae) and some other scorpionfish in the Russian Far East // Mitochondrial DNA, 2014. – Informa UK Ltd. DOI: 10.3109/19401736.2014.984164
72. Kartavtsev Y.Ph., Sharina S.N., Saitoh K., Imoto J.M., Hanzawa N., Redin A.D. Phylogenetic Relationships of Russian Far Eastern Flatfish (Pleuronectiformes, Pleuronectidae) Based on Two Mitochondrial Gene Sequences, Co-1 and Cyt-b, with Inferences in Order Phylogeny Using Complete Mitogenome Data // Mitochondrial DNA, 2014с. – Early Online: 1–12. ISSN: 1940-1736 (print), 1940-1744 (electronic). 2014 Informa UK Ltd. DOI: 10.3109/19401736.2014.913139. Printed: Mitochondrial DNA, 2016. V.27(1). P. 667-678.
73. Turanov S.V., Kartavtsev Y.P. The Taxonomic Composition and Distribution of Sand Lances from the Genus Ammodytes (Perciformes: Ammodytidae) in the North Pacific. Russian Journal of Marine Biology, 2014, V.40(6). P. 447–454. © Pleiades Publishing, Ltd., 2014.

74. Turanov S.V., Kartavtsev Yu. Ph., Lipinsky V.V., Zemnukhov V.V., Balanov A.A., Lee Y.-H., Jeong D. DNA-barcoding of perch-like fishes (Actinopterygii: Perciformes) from far-eastern seas of Russia with taxonomic remarks for some groups // Mitochondrial DNA, 2014a. – Early Online: 1–22. ISSN: 1940-1736 (print), 1940-1744 (electronic). 2014 Informa UK Ltd. DOI: 10.3109/19401736.2014.945525. Mitochondrial DNA, 2016; V. 27(2). P.1188–1209.
75. Kartavtsev Y. Barcode index number, taxonomic rank and modes of speciation -- examples from fish. J. Mitochondrial DNA Part A, 2017. E-publ. DOI: 10.1080/24701394.2017.1315570; WoS 2016 IF = 3.35.

76. Nedunnory A., Turanov S.V., Kartavtsev Yu.Ph. Fish product mislabelling identified in Russian Far East using DNA barcoding // Gene Reports. 2017. V.8. P.144-149; WoS IF нет. SJR 2016 IF=0.112. 
77. Zolotova A.O., Kartavtsev Yu.Ph. Analysis of sequence divergence in redfin (Cypriniformes, Cyprinidae, Tribolodon) based on mtDNA and nDNA markers with inferences in systematics and genetics of speciation. Journal of Mitochondrial DNA Part A, 2017. E-publ. DOI: 10.1080/24701394.2017.1404040.
78. Kartavtsev Y.Ph., Masalkova N.A., Katolikova M.V. Genetic-and-morphometric variability in the settlements of two mussel species (Mytilus ex. gr. edulis), M. trossulus and M. galloprovincialis, in North-West Japan Sea. J Shellfish Res, 2018a. V. 37(1). P.103–119. 
79. Kartavtsev Yu. Ph., Sharina S.N., Chichvarkhin A.Yu., Chichvarkhina O.V., Masalkova N.A., Lutaenko K.A., and Oliveira C. Genetic Divergence of Mussels (Mollusca, Mytilidae) Based on the 28S rRNA, 18S rRNA, and H3 Nuclear Gene Sequences. Russian Journal of Genetics, 2018b, 54(6), 652–669. 
80. Kartavtsev Yu.Ph. Development of the evolutionary-and-genetic paradigm: Fit between Neo-Darwinism and data on molecular evolution. Water 2018. V.00. P.00-00 (Acepted). Special volume for 3rd International Congress on Applied Ichtiology & Aquatic Environment. Volos, Greece, 2018. 
RECENT ABSTRACTS: 

1. Kartavtsev Yu. Ph. Gene introgression between species and gene tree reticulations: are these events challenged Neo-Darwinism and DNA barcoding? Modern Achievements in Population, Evolutionary, and Ecological Genetics: International Symposium, Vladivostok – Vostok Marine Biological Station, September 1–10, 2015: Program & Abstracts. – Vladivostok, 2015, p.34.

2. Kartavtsev Yu. Ph., Batishcheva N.М., Bogutskaya N.G., Katugina A.O., Hanzawa N. Molecular systematics and DNA barcoding of Altai osmans, Oreoleuciscus (Pisces, Cyprinidae, Leuciscinae), and nearest relatives, as revealed by sequences of cytochrome b (Cyt-b), cytochrome oxidase c (Co-1), and complete mitochondrial genome. Modern Achievements in Population, Evolutionary, and Ecological Genetics: International Symposium, Vladivostok – Vostok Marine Biological Station, September 1–10, 2015: Program & Abstracts. – Vladivostok, 2015, p.35. 

3. Kartavtsev Yu. Ph. Genetic introgression between species: resolving challenges to Neo-Darwinism and DNA barcoding. 6th International Barcode of Life Conference, to be held in Guelph, Canada, from August 18–21, 2015. Published by NRC Research Press, Genome Vol. 58, P. 236. 2015.

4. Turanov S.V., Kartavtsev Yu.Ph., Lee Y.-H., Zemnukhov V.V., Balanov A.A. Molecular-phylogenetic reconstruction and taxonomic investigation of eelpouts (Cottoidei: Zoarcales) based on two mitochondrial genes. 6th International Barcode of Life Conference, to be held in Guelph, Canada, from August 18–21, 2015. Published by NRC Research Press, Genome Vol. 58, P. 289-290. 2015.

5. Kartavtsev Y.Ph Genetic divergence between species: Support to Neo-Darwinism and DNA barcoding. BIT’s Annual International Congress of Genetics, China, Dalian, April 25–28, 2016. Conference Abstract Book, 2016, P. 335.
6. Vu K.T., Kartavtsev Y.P., Turanov S.V. A facility for fish rearing with experimental needs. Modern Achievements in Population, Evolutionary, and Ecological Genetics: International Symposium, Vladivostok – Vostok Marine Biological Station, September 3–8, 2017 : Program & Abstracts. Vladivostok, 2017. p. 48.
7. Turanov S.V., Lee Y.-H., Kartavtsev Y.P. Evolution and phylogenetic performance of mitochondrial control region among eelpouts (Cottoidei: Zoarcales). Modern Achievements in Population, Evolutionary, and Ecological Genetics :International Symposium, Vladivostok – Vostok Marine Biological Station, September 3–8, 2017 : Program & Abstracts. – Vladivostok, 2017. p. 43.
8. Turanov S.V., Kartavtsev Y.P., Shapovalov M.E. DNA barcoding and species diversity of fishes from the Lake Khanka. Modern Achievements in Population, Evolutionary, and Ecological Genetics :International Symposium, Vladivostok – Vostok Marine Biological Station, September 3–8, 2017 : Program & Abstracts. – Vladivostok, 2017. p. 44.
9. Kartavtsev Y.Ph  Biodiversity learning and use: DNA barcoding as a tool for progress at regional (RUS-BOL) and global (iBOL) levels. Abstracts of the International Conference “Scientific and Technological Developments of Research and Monitoring of Marine Biological Resources”, Vladivostok, Russia, May 22–24, 2017. – Vladivostok, 2017.
10. Zolotova A.O., Kartavtsev Y.Ph. Analysis of sequence divergence in Pacific red fin (Cypriniformes, Cyprinidae, Tribolodon) based on mtDNA and nDNA markers with inferences in systematics and genetics of speciation. Modern Achievements in Population, Evolutionary, and Ecological Genetics :International Symposium, Vladivostok – Vostok Marine Biological Station, September 3–8, 2017 : Program & Abstracts. – Vladivostok, 2017. p. 50.

25/01/2019
[image: image1.jpg]



Yuri Ph. Kartavtsev

� EMBED CorelPHOTOPAINT.Image.14  ���








[image: image3.png]


_1581148703.bin

